
−2

0

2

−2.50.02.55.07.5
UMAP_1

U
M

A
P

_2 NB_Day1
NB_T
NB_U

Nanobiopsy

−2

0

2

−2.5 0.0 2.5 5.0 7.5
UMAP_1

U
M

A
P

_2

0
1
2
3
4
5
6
7
8
10

Batch

−2

0

2

4

0 5
UMAP_1

U
M

A
P

_2

500
1000
1500
2000

Expressed genes

−2

0

2

4

0 5
UMAP_1

U
M

A
P

_2

1e+06

2e+06

3e+06

Total reads

−2

0

2

4

0 5
UMAP_1

U
M

A
P

_2

0.25

0.50

0.75

Proportion mapped

−2

0

2

4

0 5
UMAP_1

U
M

A
P

_2

0.25

0.50

0.75

Proportion uniquely mapped

−2

0

2

4

0 5
UMAP_1

U
M

A
P

_2
10

20

% Mitochondrial counts

−2

0

2

4

0 5
UMAP_1

U
M

A
P

_2

1e+07

2e+07

3e+07

4e+07

mRNA bases

−2

0

2

4

0 5
UMAP_1

U
M

A
P

_2

0.25

0.50

0.75

% mRNA bases

−2

0

2

4

0 5
UMAP_1

U
M

A
P

_2

0.2

0.4

0.6

% Coding bases

−2

0

2

4

0 5
UMAP_1

U
M

A
P

_2

0.1
0.2
0.3
0.4
0.5

% Intronic bases

−2

0

2

4

0 5
UMAP_1

U
M

A
P

_2

1.0

1.5

2.0

Exon coverage variance


